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ABSTRACT

Sugarcane Mosaic Virus (SCMV) is one of the important diseases of the sugarcane. In this study, the infection of
sugarcane mosaic virus in imported and existing cultivars was screened based on nucleic acid-based molecular
methods. During 2014-15, samples showing disease symptoms were collected from 90 different cultivars grown in
six sugarcane agro-industries and their partial blades were separated. The samples were freeze-dried and powdered in
liquid nitrogen. Suitable primers were designed to amplify 1040 bp from the nuclear inclusion B and coat protein
gene sequences using the RT-PCR method. Ten out of 90 surveyed samples were SCMV-infected and produced
expected-size fragments. These samples belonged to the cultivars of IRC99-06, V58-4, and Q58 from Sugarcane
Research and Training Institute for the Development of Industries in Khuzestan, IRC99-09, IRC00-21, and 4380-3
from Salman Farsi agro-industry, CP80-1557 and V68-74 from Imam Khomeini agro-industry and two uncertain
cultivars. Four out of 10 detected samples were directly sequenced and deposited in GenBank. A BLASTn search of
the four detected isolates, including Kh10, Kh41l, Kh44, and Kh28, showed the highest identity to isolates from Iran
and Argentina. Phylogenetic tree constructed using the maximum likelihood algorithm showed that the Iranian
isolates were probably originated from Argentina and China.

Keywords: Coat protein, Khuzestan, Phylogenetic analysis, Sugarcane Mosaic Virus.

* Corresponding author E-mail: hamidmemary@gmail.com



Sl Salise s & S ilie o8] (ST (o) 1050 5 93 lmis Y

SIVTVY Jlo o glnl e St Salise (wgns
S Sy 5 Seislere Ll sl » Gliess
Amiri & lzadpanah, ) o glolis swlbiscsy,
Lylg, wlsl » (2002, 2005) Ghasemi .(1993
MDMV-B (glasluas wiz oyl b (Sa5s)gms
S Salige sanSolul Julge ELISA (ge3] jo
Ol 0g)F Sy a5 wisls 1805, 50 50 lijes ,0
Ui Cote iy s ] ol b SC-Q86 b 4y
31 SCMV  slawslo=> (2008, 2011) Masoumi .ols
Lol s (o Js¥se 5T Boyb a1y (lsss
(2008) Masoumi .ols jaseii SCMV-A 4 gu
E)lpe 3l oasla> KhzL66 ¢ KHzQB6 (slaaslas
ool o 5 S At 5 S S8 )5 S
gy &>l (JSdge SIUT 5l eolinal L) olisjos
P35 Codmly (SO ez i lacend 5 tisn
o 1 byl games, ofils 5w,y (CP-UTR)
23,5 e SCMV glad g ()L
Obl jo S el Coenl (385 Sl o L
4 bz o)) (Sogll 35 el 5 (s>
2ol Sl s Sl Salise eans
eor Sk gy opl wdle glaglysns
Gliso Jy3iS b S S o3, A0 (Soyl

A (6340l

by 5959 g

PLS Saigni )l 9 5391 20
Ol 5o oolaiuls jee S olS (T 0ogll (sladigas
WWAY 5l UATAY 5k 5l Cogd uizr )0 Shagly
Salige 4 ooyl ladiges Wws S (5 )slaex
2B Jolds Salise ool WDl 4 azgi b Sa
Loy S 0 Koy e (Zlg 0 n K, (g
S 8acl )5 955 4 blo jow b S)pS e
o g 5laez (1 JSE) Gl

@ by ye calizes o8, A+ 5 ladigas (5 )5laex
(5 @lio 5 S drwgl OS50 Glgtas il
9 CiS 890 ¢ gra plol Cunio g LS () 8590
Caoio 5 oiS 5 i ke (oo plel Cuaio
A plomil S el SCid

Aodo

oolgl> ;5| (Saccharum officinarum L.) i
3 sopely gaie OllS G e 5 (S al S
(Sadrruy, 2009) cwl Lis sla,eaS 31 (5 ke
JCSWEPRIERRIVERENIE S S| VTR
Lis e 5o oS ol o,5kee 2alS el a8 ol
92y s lem (Goncalves, 2012) wigd oo
3 Slae 2lS 5o 5w golail el el
.(Zambrano, 2003) &gd oo Jaame CodS
(Sugarcane mosaic Virus) ,Siws Soljge (w99
Olysd Jpame 55 by 3Sles a8 s &
Sy S olS sl len e 3l S
S r e obul b odsyie )3 ey cnl S9diee
4y b ool Sp Dad g 0gdie edls jarsi
Ly b 5| e Ll S Gilihs ol
olS el kel gy Ol3 g9 9 o)l
L oher ilon daws Edsl ol 53 ol
sl oS (SgsS g Sy Bl (Sojecdl
wlen Hhgale oD Sy Sug 0 gens
e b S8 e Aoy SO0 i Sl
3 s oMo cpl g Wad g odus 95 4 bl
aiwd odplie hB Sgy Cwnd o S sl
.Lietal., 2013)

ol 3 5k Gdsl sl St Salise (og g
Jlo 50 g ad ools aseid VARY Jlu o (g3gD)
W35 opbgy ol JEsl 8529 g (6 5lem Cumle VY-
ol 3 il claagge 55l (Koike, 1989)
e OBLS g e e D)3 S Sy e
SeS VA Lo B sloas (5,155 odé o950
ol DS b bugng (ol sloaliar s
5 et albdS o0 (Shukla, 1989) sg axlge
oolel Lo o Sid Salise ladige (aeds
Sl diels wiile (So39dsm 9 (SoTodg e Slasty,
Bas 90 o Ll el onds el bl cllis g
S ab s sagstlS s Soly 5T el 53]
il g oAdg (eigp saSaS g Jeld pgi
plsl P etisn pasVl 5 (UTR) Guts dez
.(Adams, 2004) ¢l oo



fr VWAA lials 5 e ) 8)led B+ 590 ol (SbsalS ol

GV
Figure 1. Sugarcane plants infected with Sugarcane mosaic virus. Leaves are showing the mosaic symptoms
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